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<210> 
<211> 
<212> 
<213> 

<220> 
<221> 
<222> 



1 

2059 
DNA 

Homo sapiens 



CDS 

(49) . . (1122) 



<400> 1 

gctctgagcc ccggcggcgc ccgggcccac gcggaacgac 



ggggcgag atg cga gcc 
Met Arg Ala 
1 



57 



acc cct ctg get get cct gcg ggt tec ctg tec 
Thr Pro Leu Ala Ala Pro Ala Gly Ser Leu Ser 
5 10 



agg aag aag egg ttg 
Arg Lys Lys Arg Leu 
15 



105 



gag ttg gat gac aac tta gat acc gag cgt ccc 
Glu Leu Asp Asp Asn Leu Asp Thr Glu Arg Pro 
20 25 30 



gtc cag aaa cga get 
Val Gin Lys Arg Ala 
35 



153 



cga agt ggg ccc cag ccc aga ctg ccc ccc tgc 
Arg Ser Gly Pro Gin Pro Arg Leu Pro Pro Cys 
40 45 



ctg ttg ccc ctg age 
Leu Leu Pro Leu Ser 
50 



201 



cca cct act get cca gat cgt gca act get gtg 
Pro Pro Thr Ala Pro Asp Arg Ala Thr Ala Val 
55 60 



gcc act gcc tec cgt 
Ala Thr Ala Ser Arg 
65 



249 



ctt ggg ccc tat gtc etc ctg gag ccc gag gag 
Leu Gly Pro Tyr Val Leu Leu Glu Pro Glu Glu 
70 75 

egg gcc ctg cac tgc cct aca ggc act gag tat 
Arg Ala Leu His Cys Pro Thr Gly Thr Glu Tyr 
85 90 



ggc ggg egg gcc tac 
Gly Gly Arg Ala Tyr 
80 

acc tgc aag gtg tac 
Thr Cys Lys Val Tyr 
95 



297 



345 



ccc gtc cag gaa gcc ctg gcc gtg ctg gag ccc 
Pro Val Gin Glu Ala Leu Ala Val Leu Glu Pro 
100 105 110 



tac gcg egg ctg ccc 
Tyr Ala Arg Leu Pro 
115 



393 
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ccg cac aag cat gtg get egg ccc act gag gtc ctg get ggt acc cag 441 
Pro His Lys His Val Ala Arg Pro Thr Glu Val Leu Ala Gly Thr Gin 
120 125 130 

etc etc tac gec ttt ttc act egg acc cat ggg gac atg cac age ctg 489 
Leu Leu Tyr Ala Phe Phe Thr Arg Thr His Gly Asp Met His Ser Leu 
135 140 145 

gtg cga age cgc cac cgt ate cct gag cct gag get gee gtg etc ttc 537 
Val Arg Ser Arg His Arg lie Pro Glu Pro Glu Ala Ala Val Leu Phe 
150 155 160 

cgc cag atg gee acc gee ctg gcg cac tgt cac cag cac ggt ctg gtc 585 
Arg Gin Met Ala Thr Ala Leu Ala His Cys His Gin His Gly Leu Val 
165 170 175 

ctg cgt gat etc aag ctg tgt cgc ttt gtc ttc get gac cgt gag agg 633 
Leu Arg Asp Leu Lys Leu Cys Arg Phe Val Phe Ala Asp Arg Glu Arg 
180 185 190 195 

aag aag ctg gtg ctg gag aac ctg gag gac tec tgc gtg ctg act ggg 681 
Lys Lys Leu Val Leu Glu Asn Leu Glu Asp Ser Cys Val Leu Thr Gly 
200 205 210 

cca gat gat tec ctg tgg gac aag cac gcg tgc cca gee tac gtg gga 729 
Pro Asp Asp Ser Leu Trp Asp Lys His Ala Cys Pro Ala Tyr Val Gly 
215 220 225 

cct gag ata etc age tea egg gee tea tac teg ggc aag gca gee gat 777 
Pro Glu lie Leu Ser Ser Arg Ala Ser Tyr Ser Gly Lys Ala Ala Asp 
230 235 240 

gtc tgg age ctg ggc gtg gcg etc ttc acc atg ctg gec ggc cac tac 825 
Val Trp Ser Leu Gly Val Ala Leu Phe Thr Met Leu Ala Gly His Tyr 
245 250 255 

ccc ttc cag gac teg gag cct gtc ctg etc ttc ggc aag ate cgc cgc 873 - 

Pro Phe Gin Asp Ser Glu Pro Val Leu Leu Phe Gly Lys lie Arg Arg 
260 265 270 275 

999 9 CC tac 9cc ttg cct gca ggc etc teg gee cct gee cgc tgt ctg 921 
Gly Ala Tyr Ala Leu Pro Ala Gly Leu Ser Ala Pro Ala Arg Cys Leu 
280 285 290 

gtt cgc tgc etc ctt cgt egg gag cca get gaa egg etc aca gec aca 969 
Val Arg Cys Leu Leu Arg Arg Glu Pro Ala Glu Arg Leu Thr Ala Thr 
295 300 305 

ggc ate etc ctg cac ccc tgg ctg cga cag gac ccg atg ccc tta gee 1017 
Gly lie Leu Leu His Pro Trp Leu Arg Gin Asp Pro Met Pro Leu Ala 
310 315 320 

cca acc cga tec cat etc tgg gag get gee cag gtg gtc cct gat gga 1065 
Pro Thr Arg Ser His Leu Trp Glu Ala Ala Gin Val Val Pro Asp Gly 
325 330 335 

ctg ggg ctg gac gaa gee agg gaa gag gag gga gac aga gaa gtg gtt 1113 
Leu Gly Leu Asp Glu Ala Arg Glu Glu Glu Gly Asp Arg Glu Val Val 
340 345 350 355 

ctg tat ggc taggaccacc ctactacacg ctcagctgcc aacagtggat 1162 
Leu Tyr Gly 
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tgagtttggg 


ggtagctcca 


agccttctcc 


tgcctctgaa 


ctgagccaaa 


ccttcagtgc 


1222 


cttccagaag 


ggagaaaggc 


agaagcctgt 


gtggagtgtg 


ctgtgtacac 


atctgctttg 


1282 


ttccacacac 


atgcagttcc 


tgcttgggtg 


cttatcaggt 


gccaagccct 


gttctcggtg 


1342 


ctgggagtac 


agcagtgagc 


aaaggagaca 


atattccctg 


ctcacagaga 


tgacaaactg 


1402 


gcatccttga 


gctgacaaca 


cttttccatg 


accataggtc 


actgtctaca 


ctgggtacac 


1462 


tttgtaccag 


tgtcggcctc 


cactgatgct 


ggtgctcagg 


cacctctgtc 


caaggacaat 


1522 


ccctttcaca 


aacaaaccag 


• ctgcctttgt 


atcttgtacc 


ttttcagaga 


aagggaggta 


1582 


tccctgtgcc 


aaaggctcca 


ggcctctccc 


ctgcaactca 


ggacccaagc 


ccagctcact 


1642 


ctgggaactg 


tgttcccagc 


atctctgtcc 


tcttgattaa 


gagattctcc 


ttccaggcct 


1702 


aagcctggga 


tttgggccag 


agataagaat 


ccaaactatg 


aggctagttc 


ttgtctaact 


1762 


caagactgtt 


ctggaatgag 


ggtccaggcc 


tgtcaaccat 


ggggcttctg 


acctgagcac 


1822 


caaggttgag 


ggacaggatt 


aggcagggtc 


tgtcctgtgg 


ccacctggaa 


agtcccaggt 


1882 


gggactcttc 


tggggacact 


tggggtccac 


aatcccaggt 


ccatactcta 


ggttttggat 


1942 


accatgagta 


tgtatgttta 


cctgtgccta 


ataaaggaga 


attatgaaat 


aaaaaaaaaa 


2002 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaa 


2059 * 



<210> 2 

<211> 358 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Arg Ala Thr Pro Leu Ala Ala Pro Ala Gly Ser Leu Ser Arg Lys 
15 10 15 



Lys Arg Leu Glu Leu Asp Asp Asn Leu Asp Thr Glu Arg Pro Val Gin 
20 25 30 



Lys Arg Ala Arg Ser Gly Pro Gin Pro Arg Leu Pro Pro Cys Leu Leu 
35 40 45 



Pro Leu Ser Pro Pro Thr Ala Pro Asp Arg Ala Thr Ala Val Ala Thr 
50 55 60 



Ala Ser Arg Leu Gly Pro Tyr Val Leu Leu Glu Pro Glu Glu Gly Gly 
65 70 75 80 



Arg Ala Tyr Arg Ala Leu His Cys Pro Thr Gly Thr Glu Tyr Thr Cys 
85 90 95 
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Lys Val Tyr Pro Val Gin Glu Ala Leu Ala Val Leu Glu Pro Tyr Ala 
100 105 110 



Arg Leu Pro Pro His Lys His Val Ala Arg Pro Thr Glu Val Leu Ala 
115 ^ 120 125 



Gly Thr Gin Leu Leu Tyr Ala Phe Phe Thr Arg Thr His Gly Asp Met 
130 135 140 



His Ser Leu Val Arg Ser Arg His Arg lie Pro Glu Pro Glu Ala Ala 
145 150 155 160 



Val Leu Phe Arg Gin Met Ala Thr Ala Leu Ala His Cys His Gin His 
165 170 175 



Gly Leu Val Leu Arg Asp Leu Lys Leu Cys Arg Phe Val Phe Ala Asp 
180 185 190 



Arg Glu Arg Lys Lys Leu Val Leu Glu Asn Leu Glu Asp Ser Cys Val 
195 200 205 



Leu Thr Gly Pro Asp Asp Ser Leu Trp Asp Lys His Ala Cys Pro Ala 
210 215 220 



Tyr Val Gly Pro Glu lie Leu Ser Ser Arg Ala Ser Tyr Ser Gly Lys 
225 230 235 240 



Ala Ala Asp Val Trp Ser Leu Gly Val Ala Leu Phe Thr Met Leu Ala 
245 250 255 



Gly His Tyr Pro Phe Gin Asp Ser Glu Pro Val Leu Leu Phe Gly Lys 
260 265 270 



lie Arg Arg Gly Ala Tyr Ala Leu Pro Ala Gly Leu Ser Ala Pro Ala 
275 280 285 



Arg Cys Leu Val Arg Cys Leu Leu Arg Arg Glu Pro Ala Glu Arg Leu 
290 295 300 



Thr Ala Thr Gly lie Leu Leu His Pro Trp Leu Arg Gin Asp Pro Met 
305 310 315 320 



Pro Leu Ala Pro Thr Arg Ser His Leu Trp Glu Ala Ala Gin Val Val 
325 330 335 



Pro Asp Gly Leu Gly Leu Asp Glu Ala Arg Glu Glu Glu Gly Asp Arg 
340 345 350 



Glu Val Val Leu Tyr Gly 
355 



<210> 3 

<211> 21 

<212> DNA • 

<213> Artificial Sequence 



<220> 

<223> PCR Primer 



<400> 3 

tggtgctgga gaacctggag g 21 



<210> 4 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> PCR Primer 

<400> 4 

cgagtcctgg aaggggtagt g • > 21 



<210> 5 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> ■ HIV TAT peptide 
<400> 5 

Tyr Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg 
1 5 10 

<210> 6 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 6 

cggggcgaga tgcgagccac 2 0 

<210> 7 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 7 

agggtggtcc tagccataca 2 0 



-5- 



<210> 8 

<211> 358 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Arg Ala Thr Pro Leu Ala Ala Pro Ala Gly Ser Leu Ser Arg Lys 
15 10 15 

Lys Arg Leu Glu Leu Asp Asp Asn Leu Asp Thr Glu Arg Pro Val Gin 
20 25 30 

Lys Arg Ala Arg Ser Gly Pro Gin Pro Arg Leu Pro Pro Cys Leu Leu 
35 40 45 

Pro Leu Ser Pro Pro Thr Ala Pro Asp Arg Ala Thr Ala Val Ala Thr 
50 55 60 

Ala Ser Arg Leu Gly Pro Tyr Val Leu Leu Glu Pro Glu Glu Gly Gly 
65 70 75 80 

Arg Ala Tyr Gin Ala Leu His Cys Pro Thr Gly Thr Glu Tyr Thr Cys 
85 90 95 

Lys Val Tyr Pro Val Gin Glu Ala Pro Ala Val Leu Glu Pro Tyr Ala 
100 105 110 

Arg Leu Pro Pro His Lys His Val Ala Arg Pro Thr Glu Val Leu Ala 
115 120 125 

Gly Thr Gin Leu Leu Tyr Ala Phe Phe Thr Arg Thr His Gly Asp Met 
130 135 140 

His Ser Leu Val Arg Ser Arg His Arg lie Pro Glu Pro Glu Ala Ala 
145 150 155 160 

Val Leu Phe Arg Gin Met Ala Thr Ala Leu Ala His Cys His Gin His 
165 170 175 

Gly Leu Val Leu Arg Asp Leu Lys Leu Cys Arg Phe Val Phe Ala Asp 
180 185 190 

Arg Glu Arg Lys Lys Leu Val Leu Glu Asn Leu Glu Asp Ser Cys Val 
195 200 205 

Leu Thr Gly Pro Asp Asp Ser Leu Trp Asp Lys His Ala Cys Pro Ala 
210 215 220 

Tyr Val Gly Pro Glu lie Leu Ser 1 Ser Arg Ala Ser Tyr Ser Gly Lys 
225 230 235 240 

Ala Ala Asp Val Trp Ser Leu Gly Val Ala Leu Phe Thr Met Leu Ala 
245 250 255 

Gly His Tyr Pro Phe Gin Asp Ser Glu Pro Val Leu Leu Phe Gly Lys 
260 265 270 

lie Arg Arg Gly Ala Tyr Ala Leu Pro Ala Gly Leu Ser Ala Pro Ala 
275 280 285 

Arg Cys Leu Val Arg Cys Leu Leu Arg Arg Glu Pro Ala Glu Arg Leu 
290 295 300 
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Thr Ala Thr Gly lie Leu Leu His Pro Trp Leu Arg Gin Asp Pro Met 
305 310 315 320 

Pro Leu Ala Pro Thr Arg Ser His Leu Trp Glu Ala Ala Gin Val Val 
325 330 335 

Pro Asp Gly Leu Gly Leu Asp Glu Ala Arg Glu Glu Glu Gly Asp Arg 
340 345 350 

Glu Val Val Leu Tyr Gly 
355 

<210> 9 

<211> 153 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (136) 

<22 3> Xaa = unknown or other 
<220> 

<221> misc_f eature 

<222> (138) 

<22 3> Xaa = unknown or other 
<220> 

<221> misc_feature 

<222> (141) 

<22 3> Xaa = unknown or other 
<220> 

<221> misc_f eature 

<222> (142) 

<223> Xaa = unknown or other 
<220> 

<221> misc_feature 

<222> (143) 

<223> Xaa = unknown or other 
<220> 

<221> misc_f eature 

<222> (152) 

<223> Xaa = unknown or other 

<400> 9 

Leu Arg Phe Ala Ser Pro Gly Pro Gly Ala Gly Arg Ala Arg Asp Ser 
15 10 15 

Gin Arg Lys Trp Arg Arg Leu Arg Ala Arg Pro Leu Leu Gly Pro Gly 
20 25 30 

Gin Gly Trp Ser Trp Ala Gly lie Pro Ser Ser Ala Ala Ala Gin Arg 
35 40 45 

Ala Gly Pro Pro Ala Gly Ala Leu Glu Ala Leu Ser Pro Gly Gly Ala 
50 55 60 

Arg Ala His Ala Glu Arg Arg Gly Glu Met Arg Ala Thr Pro Leu Ala 
65 70 75 80 
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Ala Pro Ala Gly Ser Leu Ser Arg Lys Lys Arg Leu Glu Leu Asp Asp 
85 90 95 

Asn Leu Asp Thr Glu Arg Pro Val Gin Lys Arg Ala Arg Ser Gly Pro 
100 105 110 

Gin Pro Arg Leu Pro Pro Cys Leu Leu Pro Leu Ser Pro Pro Thr Ala 
115 120 125 

Pro Asp Arg Ala Thr Ala Val Xaa Thr Xaa Ser Arg Xaa Xaa Xaa Tyr 
130 135 140 

Val Leu Leu Glu Ala Arg Arg Xaa Ala 
145 150 

<210> 10 

<211> 233 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Gly Pro Gly Trp Tyr Pro Ala Pro Leu Arg Leu Phe His Ser Asp Pro 
15 10 15 

Trp Gly His Ala Gin Pro Gly Ala Lys Arg His Arg lie Pro Glu Pro 
20 25 30 

Glu Ala Ala Val Leu Phe Arg Gin Met Ala Thr Ala Leu Ala His Cys 
35 40 45 

His Gin His Gly Leu Val Leu Arg Asp Leu Lys Leu Cys Arg Phe Val 
50 55 60 

Phe Ala Asp Arg Glu Arg Lys Lys Leu Val Leu Glu Asn Leu Glu Asp 
65 70 75 80 

Ser Cys Val Leu Thr Gly Pro Asp Asp Ser Leu Trp Asp Lys His Ala 
85 90 95 

Cys Pro Ala Tyr Val Gly Pro Glu lie Leu Ser Ser Arg Ala Ser Tyr 
100 105 110 

Ser Gly Lys Ala Ala Asp Val Trp Ser Leu Gly Val Ala Leu Phe Thr 
115 120 125 

Met Leu Ala Gly His Tyr Pro Phe Gin Asp Ser Glu Pro Val Leu Leu 
130 135 140 

Phe Gly Lys lie Arg Arg Gly Ala Tyr Ala Leu Pro Ala Gly Leu Ser 
145 150 155 160 

Ala Pro Ala Arg Cys Leu Val Arg Cys Leu Leu Arg Arg Glu Pro Ala 
165 170 175 

Glu Arg Leu Thr Ala Thr Gly lie Leu Leu His Pro Trp Leu Arg Gin 
180 185 190 

Asp Pro Met Pro Leu Ala Pro Thr Arg Ser His Leu Trp Glu Ala Ala 
195 200 205 

Gin Val Val Pro Asp Gly Leu Gly Leu Asp Glu Ala Arg Glu Glu Glu 
210 215 220 
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Gly Asp Arg Glu Val Val Leu Tyr Gly 
225 230 

<210> 11 

<211> 360 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Gly Gin Gly Trp Ser Trp Ala Gly lie Pro Ser Ser Ala Ala Ala Gin 
1 5 10 15 

Arg Ala Gly Pro Pro Ala Gly Ala Leu Glu Ala Leu Ser Pro Gly Gly 
20 25 30 

Ala Arg Ala His Ala Glu Arg Arg Gly Glu Met Arg Ala Thr Pro Leu 
35 40 45 

Ala Ala Pro Ala Gly Ser Leu Ser Arg Lys Lys Arg Leu Glu Leu Asp 
50 55 60 

Asp. Asn Leu Asp Thr Glu Arg Pro Val Gin Lys Arg Ala Arg Ser Gly 
65 70 75 80 

Pro. Gin Pro Arg Leu Pro Pro Cys Leu Leu Pro Leu Ser Pro Pro; Thr 
85 90 95, 

Ala Pro Asp Arg Ala Thr Ala Val Ala Thr Ala Ser Arg Leu Gly Pro 
100 105 110 

Tyr. Val Leu Leu Glu Pro Glu Glu Gly Gly Arg Ala Tyr Gin Ala Leu 
115 120 125 

His Cys Pro Thr Gly Thr Glu Tyr Thr Cys Lys Val Tyr Pro Val Gin 
130 135 140 

Glu Ala Leu Ala Val Leu Glu Pro Tyr Ala Arg Leu Pro Pro His; Lys 
145 150 155 160 

His Val Ala Arg Pro Thr Glu Val Leu Ala Gly Thr Gin Leu Leu Tyr 
165 170 175 

Ala Phe Phe Thr Arg Thr His Gly Asp Met His Ser Leu Val Arg Ser 
180 , 185 190 

Arg His Arg lie Pro Glu Pro Glu Ala Ala Val Leu Phe Arg Gin Met 
195 200 205 

Ala Thr Ala Leu Ala His Cys His Gin His Gly Leu Val Leu Arg Asp 
210 215 220 

Leu Lys Leu Cys Arg Phe Val Phe Ala Asp Arg Glu Arg Lys Lys Leu 
225 230 235 240 

Val Leu Glu Asn Leu Glu Asp Ser Cys Val Leu Thr Gly Pro Asp Asp 
245 250 255 

Ser Leu Trp Asp Lys His Ala Cys Pro Ala Tyr Val Gly Pro Glu lie 
260 265 270 

Leu Ser Ser Arg Ala Ser Tyr Ser Gly Lys Ala Ala Asp Val Trp Ser 
275 280 285 
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Leu Gly Val Ala Leu Phe Thr Met Leu Ala Gly His Tyr Pro Phe Gin 
290 295 300 

Asp Ser Glu Pro Val Leu Leu Phe Gly Lys lie Arg Arg Gly Ala Tyr 
305 310 315 320 

Ala Leu Pro Ala Gly Leu Ser Ala Pro Ala Arg Cys Leu Val Arg Cys 
325 330 335 

Leu Leu Arg Arg Glu Pro Ala Glu Arg Leu Thr Ala Thr Gly lie Leu 
340 345 350 

Leu His Pro Trp Leu Arg Gin Asp 
355 360 

<210> 12 

<211> 510 

<212> DNA 

<213> Homo sapiens 

<400> 12 



ccttctgttt 


ctccccatgt 


cccaggaaga 


agctggtgct 


ggagaacctg 


gaggactcct 


60 


gcgtgctgac 


tgggccagat 


gattccctgt 


gggacaagca 


cgcgtgccca 


gcctacgtgg 


120 


gacctgagat 


actcagctca 


cgggcctcat 


actcgggcaa 


ggcagccgat 


gtctggagcc 


180 


tgggcgtggc 


gctcttcacc 


atgctggccg gccactaccc 


cttccaggac 


tcggagcctg 


240 


tcctgctctt 


cggcaagatc 


cgccgcgggg 


cctacgcctt 


gcctgcaggc 


ctctcggccc 


300 


ctgcccgctg 


tctggttcgc 


tgcctccttc 


gtcgggagcc 


agctgaacgg 


ctcacagcca 


360 


caggcatcct 


cctgcacccc 


tggctgcgac 


aggacccgat 


gcccttagcc 


ccaacccgat 


420 


cccatctctg 


ggaggctgcc 


caggtggtcc 


ctgatggact 


ggggctggac 


gaagccaggg 


480 


aagaggaggg 


agacagagaa 


gtggttctgt 








510 



<210> 13 

<211> 25 

<212> PRT 

< 2 1 3 > Homo sap i ens 

<400> 13 

Glu Leu Asp Asp Asn Leu Asp Thr Glu Arg Pro Val Gin Lys Arg Ala 
15 10 15 

Arg Ser Gly Pro Gin Pro Arg Leu Cys 
20 25 

<210> 14 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Gly Pro Tyr Val Leu Leu Glu Pro Glu Glu Gly Gly Arg Ala Tyr Gin 
15 10 15 
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Ala Leu His Cys Pro Thr Gly Thr Glu 
20 25 



<210> 15 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Arg Ser His Leu Trp Glu Ala Ala Gin Val Val Pro Asp Gly Leu Gly 
1 5 10 15 

Leu Asp Glu Ala Arg Glu Glu Glu Cys 
20 25 
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